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Intestinal Microflora Diversity of Rats Treated with Scutellariae Radix Based on

Theory of '"Insight into Abdomen"'
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[ Abstract ] Objective; To explore the effect of Scutellariae Radix on the diversity of intestinal flora in rats
under physiological conditions, in order to determine the property of Scutellariae Radix property. Method; 16S
rRNA high-throughput gene sequencing technique was used to detect the cecum solutes of rats treated with
Scutellariae Radix (10 g-kgfl ). The number, richness and diversity index of the intestinal flora taxon ( OTUs)
and the differential phylum and genus were comprehensively analyzed. The network visualization was used to find
the correlation between differential phylum and genus. Result: Based on the Illumina Miseq platform, compared

with the blank group, the number of OTUs and the index of richness and diversity of the intestinal flora of the rats
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treated with Scutellariae Radix decreased. Bacteroidetes and Spirochaetes were significantly up-regulated (P <
0.01), while Firmicutes, Actinobacteria, Proteobacteria and Tenericutes were significantly down-regulated (P <
0.01). Among the 24 differential bacteria genera, 17 were significantly down-regulated (P <0.05, P <0.01),
while 7 species were significantly up-regulated (P <0.01). On the basis of the network visualization analysis, the
most influential phylua were Bacteroides and Firmicutes, in which Firmicutes showed a negative correlation with the
rest of phylum, with the strongest negative correlation with spirochetes. There was a positive correlation between
Bacteroides, Proteobacteria and Firmicutes, but a negative correlation with Actinobacteria, and no correlation with
other phylum. Most of the differential bacteria were enriched in Ruminococcus, Paraprevotella, Prevotella and

Oscillospira. Conclusion: Scutellariae Radix can reduce the diversity of intestinal flora and inhibit the metabolism

of the body, so its property is cold.
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Fig. 1 OTUs analysis of intestinal flora in rats treated with

Scutellariae Radix
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Fig.2 Venn analysis of intestinal flora classification in rats treated

with Scutellariae Radix
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rats treated with Scutellariae Radix
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Table 1 Effect of bio-diversity index and richness index on intestinal microflora in rats treated with Scutellariae Radix(x +s,n =10)

F B R R ZFEMEHE KL
15 /g kg ™!
Chaol ACE Simpson Shannon
2= H - 872.2 +65.4 1154.3+£52.3 0.976 3 £0.004 0 6.721 6 £0.247 9
WA 10 739.8 +58.1% 950.9 +93.0% 0.949 9 £0.167 8 6.180 9 £0.234 47

ESIERWALE P <0.05,7P<0.01(£2,3F),
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R2 EETHARBEHEAEZUZRKRTENEITHEMNEEME(x£5,2=10)

Table 2 Distribution of Bacterial phylum with significant difference in level of bacterial flora in rat treated with Scutellariae Radix(x + s,

n=10)
2 1 ek Spirochaetes Actinobacteria Proteobacteria Tenericutes Bacteroidetes Firmicutes
g kg
= H - 135.3£23.9 245.7 £42.1 261.5+£22.0 284.3 £49.3 2354.4£363.2 18 532.5 %2 366.3
WA 10 326.2 +67.0% 128.2 £25.4% 123.6 £26.7% 152.8 £38.5 4 981.6+582.3” 9987.8+2782.1%

RI3 EETHARHAERHAGEZHERAENEMNFEE(x£5,n=10)

Table 3 Abundance of bacteria genus with significant difference in intestinal flora in rat treated with Scutellariae Radix(x +s,n =10)

AW Kl /g kg ! Treponema Collinsella Coprobacillus Coprococcus Bacteroides Allobaculum
2= 4.56 £0.96 6.82 +1.54 8.91£2.32 15.43 £2.84 16.84 £2.69 17.55 £3.08
WA 10 3.18 £0.63" 2.10 +£0.55% 3.45 +0.89% 7.36 +2.06% 7.10 +1.98% 6.88 +1.81%
M FE/g kg ! Streptococcus Christensenella Actinomyces Anaerobiospirillum Anaerotruncus Dorea

=M - 18.68 +4.10 24.83 +4.65 45.32 +9.36 18.47 +4.66 63.71 =18.59 65.49 £19.30
WA 10 8.93 +2.39% 9.82 +2.08% 87.20 £12.64%  56.33 +13.02%  41.26 =10.53% 54.07 =15.44%
A FE/g kg ! Desulfovibrio Paraprevotella Prevotella Rothia Ruminococcus Sutterella

Z5 1M - 98.35 +24.37 73.27 +18. 42 91.53 +24.13 58.67 +13.49 33.90 £9.72 32.29 £8.08
[ 10 54.28 £15.21%  62.19 £16.84"  44.31 £13.55%  23.59 +6.89% 15.68 =3.84% 70.97 =18. 66
A HE/g kg ! Staphylococcus Enterococcus Holdemania Aggregatibacter Parabacteroides Oscillospira

25 - 67.46 £17.29 253.45 +41.10  270.22 +58.16 320.81 £68.29  553.48 £142.21  780.26 +153.72
A 10 32.51 +8.69% 512.49 £92.63%  533.52 +109.30% 265.68 £49.81") 214.63 +65.37% 1 320.80 =326.45%
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Fig.5 PLS-DA of taxonomy of intestinal flora in rat treated with

Scutellariae Radix
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